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Obtaining FSTs of Nodulisporiul” s 1 i or[’ fusant by TAIL PCR techniques
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Abstract;: TAIL PCR technique was perfornjed to get the flanking sequence of T DNA tags ( FSTs)
from six randomly selected HDF 68 positivg T DNA transformants only in one day time. A fter analy-
sis of its sequences, the main factors of iffluencing TAIE PCR amplification were discussed. This

study provided a feasible way to seperate faxol biosynfthesis related genes for taxol producing fungi

from T DNA mutants, and also laid solid fpundation f¢r clarifying taxol pathway in taxol producing
fungi and for finally constructing high yiel(i gene engin‘een'ng strain.
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