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Collection and Comparative Analysis of 1888 Full-length cDNAs
from Wild Rice Oryza rufipogon Griff. W1943

7 ° 14 7
Taging Lub2 Sl eng 023, Dedi n Fan?,j  Mu?, nz;} Ny SHANGGUANZ g XUEn YIaNG*, Uz o MinoBe?,
v . 1 g Han2:* '
qh*n Ln',en' Bn Han

College of Life Science and Biotechnology, Shanghai Jiaotong University, Shanghai, PR China®; National Center for
Gene Research and Shanghai Institute of Plant Physiology and Ecology, Shanghai Institutes for Biological Sciences,
Chinese Academy of Sciences, 500 Caobao Road, Shanghai 200233, PR China?; School of Life Sciences,

Fudan University, Shanghai, PR China® and Plant Genome Center, 1-25-2 Kan-nondai, Tsukuba,

Ibaraki 305-0856, Japan®

(RC T"" 29 Agil 2008;&c ﬁ.t“ 9 )1 | 2008; lis hY ofin® 6 Aty 2008)

Abstract

A huge amount of cDNA and EST resources have been developed for cultivated rice species Oryza sativa;
however, only few cDNA resources are available for wild rice species. In this study, we isolated and com-
pletely sequenced 1888 putative full-length cDNA (FLcDNA) clones from wild rice Oryza rufipogon Griff.
W1943 for comparative analysis between wild and cultivated rice species. Two cDNA libraries were con-
structed from 3-week-old leaf samples under either normal or cold-treated conditions. Homology search-
ing of these cDNA sequences revealed that >96.8% of the wild rice cDNAs were matched to the cultivated
rice O. sativa ssp. japonica cv. Nipponbare genome sequence. However, <22% of them were fully matched
to the cv. Nipponbare genome sequence. The comparative analysis showed that O. rufipogon W1943 had
greater similarity to O. sativa ssp. japonica than to ssp. indica cultivars. In addition, 17 novel rice cDNAs
were identified, and 41 putative tissue-specific expression genes were defined through searching the rice
massively parallel signature-sequencing database. In conclusion, these FLcDNA clones are a resource for
further functhn verification and could be broadly utilized in rice biological studies. . .
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2. Materials and Methods

2.1. Plant materials and cDNA lerary construction
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3. Results and Discussion

3. 1 Overall descrlptlon of W1943 FLcDNA sequences
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3.2. Mapping of the 1888 W1943 FLcDNAs onto
cultlvated rice O. sativa genomic sequences
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